
Introduction

• Diversa’s proteomics platform features three-dimensional 
liquid  chromatography (3D LC) coupled with tandem mass 
spectrometry (MS/MS). The 3D LC system provided high 
peak capacity and resolving power, minimal sample loss, and 
accessibility to membrane proteins. The 3D separation was a 
highly flexible process and easily automated.

• Combining improvements in sample preparation and the  
development of novel software, this platform presents a 
comprehensive view of the Desulfovibrio vulgaris proteome. 
D. vulgaris proteins were isolated into three parts resulting in 
the collective identification of 1,386 unique proteins with an 
average  coverage of 10 peptides per protein.

• The 3D technology provided tools for the detailed mapping 
of the D. vulgaris proteome and the differential profiling of it’s 
stress response expression.

Summary

• Our innovative 3D LC-MS/MS technology approach combines 
on-line chromatography separation, mass spectrometry 
separation and detection, as well as a novel bioinformatics 
software platform

• It is detergent tolerant, thus excellent for membrane 
proteins

• Because it is a fully automated workflow, there is minimal 
sample handling & loss, and ultimately requires less sample

• The 3D chromatography shows superior separation power, 
peak capacity, and large dynamic range

• The combination of 3D technology and novel bioinformatics 
platform allows for high confidence in and high coverage for 
protein identifications

• It is also semi-quantitative for protein expression profiling

Sample Preparation
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Protein Identifications 
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High Confidence and High Coverage 
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Semi-Quantitation12 Salt Sub-fractions in Reverse 
Phase 0-8 Fraction (soluble)
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Assembly of 3D LC
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Key features:  
-  Minimal sample handling/loss
-  SDS tolerance
-  High peak capacity and better separation

High Sequence Coverage
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Examples

Data Analysis Platform
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